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SEQUENCE LISTING 

<110> Inpharmatica Limited 

<120> Serine Protease 

<130> P032668WO 

<14 0> PCT/GB03/05404 

<141> 2003-12-11 

<150> GB 0228957.7 

<151> 2002-12-11 



<160> 26 

<170> SeqWin99, version 1.02 

<210> 1 

<211> 58 

<212> DNA 

<213> Homo sapiens 

<400> 1 

atgaagtggt gctggggccc agtgctgctc atcgcgggtg ccacagtcct catggagg 

<210> 2 

<211> 20 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Lys Trp Cys Trp Gly Pro Val Leu Leu He Ala Gly Ala Thr Val 
15 10 15 

Leu Met Glu Gly 
20 



58 



<210> 3 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 3 

gtcttcaagc cgctcagcgt g 

<210> 4 

<211> 7 

<212> PRT 

<213> Homo sapiens 

<400> 4 

Leu Gin Ala Ala Gin Arg Ala 
1 5 



21 
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<210> 5 

<211> 163 

<212> DNA 

<213> Homo sapiens 

<400> 5 

cctgtggaca gcgtggcccc ggccccccca agcctcagga gggcaacaca gtccctggcg 60 

agtggccctg gcaggccagt gtgaggaggc aaggagccca catctgcagc ggctccctgg 120 

tggcagacac ctgggtcctc actgctgccc actgctttga aaa 163 

<210> 6 

<211> 54 

<212> PRT 

<213> Homo sapiens 

<400> 6 

Cys Gly Gin Arg Gly Pro Gly Pro Pro Lys Pro Gin Glu Gly Asn Thr 
15 10 15 

Val Pro Gly Glu Trp Pro Trp Gin Ala Ser Val Arg Arg Gin Gly Ala 
20 25 30 

His lie Cys Ser Gly Ser Leu Val Ala Asp Thr Trp Val Leu Thr Ala 
35 40 4 5 

Ala His Cys Phe Glu Lys 
50 

<210> 7 

<211> 266 

<212> DNA 

<213> Homo sapiens 

<400> 7 

ggcagcagca acagaactga attcctggtc agtggtcctg ggttctctgc agcgtgaggg 60 

actcagccct ggggccgaag aggtgggggt ggctgccctg cagttgccca gggcctataa 120 

ccactacagc cagggctcag acctggccct gctgcagctc gcccacccca cgacccacac 180 

acccctctgc ctgccccagc ccgcccatcg cttccccttt ggagcctcct gctgggccac 240 

tggctgggat caggacacca gtgatg 266 

<210> 8 

<211> 89 

<212> PRT 

<213> Homo sapiens 

<400> 8 

Ala Ala Ala Thr Glu Leu Asn Ser Trp Ser Val Val Leu Gly Ser Leu 
15 10 15 

Gin Arg Glu Gly Leu Ser Pro Gly Ala Glu Glu Val Gly Val Ala Ala 
20 25 30 

Leu Gin Leu Pro Arg Ala Tyr Asn His Tyr Ser Gin Gly Ser Asp Leu 
35 ^ 40 45 
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Ala Leu Leu Gin Leu Ala His Pro Thr Thr His Thr Pro Leu Cys Leu 
50 55 60 

Pro Gin Pro Ala His Arg Phe Pro Phe Gly Ala Ser Cys Trp Ala Thr 
65 70 75 80 

Gly Trp Asp Gin Asp Thr Ser Asp Ala 
85 

<210> 9 

<211> 155 

<212> DNA 

<213> Homo sapiens 

<400> 9 

ctcctgggac cctacgcaat ctgcgcctgc gtctcatcag tcgccccaca tgtaactgta 60 

tctacaacca gctgcaccag cgacacctgt ccaacccggc ccggcctggg atgctatgtg 120 

ggggccccca gcctggggtg cagggcccct gtcag 155 

<210> 10 

<211> 51 

<212> PRT 

<213> Homo sapiens 

<400> 10 

Pro Gly Thr Leu Arg Asn Leu Arg Leu Arg Leu lie Ser Arg Pro Thr 
1 5 10 15 

Cys Asn Cys lie Tyr Asn Gin Leu His Gin Arg His Leu Ser Asn Pro 
20 25 30 

Ala Arg Pro Gly Met Leu Cys Gly Gly Pro Gin Pro Gly Val Gin Gly 
35 40 45 

Pro Cys Gin 
50 

<210> 11 

<211> 220 

<212> DNA 

<213> Homo sapiens 

<400> 11 

ggagattccg ggggccctgt gctgtgcctc gagcctgacg gacactgggt tcaggctggc 60 

atcatcagct ttgcatcaag ctgtgcccag gaggacgctc ctgtgctgct gaccaacaca 120 

gctgctcaca gttcctggct gcaggctcga gttcaggggg cagctttcct ggcccagagc 180 

ccagagaccc cggagatgag tgatgaggac agctgtgtag 220 

<210> 12 

<211> 74 

<212> PRT 

<213> Homo sapiens 

<400> 12 

Gly Asp Ser Gly Gly Pro Val Leu Cys Leu Glu Pro Asp Gly His Trp 
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15 10 15 

Val Gin Ala Gly He He Ser Phe Ala Ser Ser Cys Ala Gin Glu Asp 
20 25 30 

Ala Pro Val Leu Leu Thr Asn Thr Ala Ala His Ser Ser Trp Leu Gin 
35 40 45 

Ala Arg Val Gin Gly Ala Ala Phe Leu Ala Gin Ser Pro Glu Thr Pro 
50 55 60 

Glu Met Ser Asp Glu Asp Ser Cys Val Ala 
65 70 

<210> 13 

<211> 151 

<212> DNA 

<213> Homo sapiens 

<400> 13 

cctgtggatc cttgaggaca gcaggtcccc aggcaggagc accctcccca tggccctggg 60 

aggccaggct gatgcaccag ggacagctgg cctgtggcgg agccctggtg tcagaggagg 120 

cggtgctaac tgctgcccac tgcttcattg g 151 

<210> 14 

<211> 50 

<212> PRT 

<213> Homo sapiens 

<400> 14 

Cys Gly Ser Leu Arg Thr Ala Gly Pro Gin Ala Gly Ala Pro Ser Pro 
15 10 15 

Trp Pro Trp Glu Ala Arg Leu Met His Gin Gly Gin Leu Ala Cys Gly 
20 25 30 

Gly Ala Leu Val Ser Glu Glu Ala Val Leu Thr Ala Ala His Cys Phe 
35 40 45 

He Gly 
50 

<210> 15 

<211> 245 

<212> DNA 

<213> Homo sapiens 

<400> 15 

gcgccaggcc ccagaggaat ggagcgtagg gctggggacc agaccggagg agtggggcct 60 

gaagcagctc atcctgcatg gagcctacac ccaccctgag gggggctacg acatggccct 120 

cctgctgctg gcccagcctg tgacactggg agccagcctg cggcccctct gcctgcccta 180 

tcctgaccac cacctgcctg atggggagcg tggctgggtt ctgggacggg cccgcccagg 240 

agcag 245 

<210> 16 
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<211> 82 

<212> PRT 

<213> Homo sapiens 

<400> 16 

Arg Gin Ala Pro Glu Glu Trp Ser Val Gly Leu Gly Thr Arg Pro Glu 
15 10 15 

Glu Trp Gly Leu Lys Gin Leu lie Leu His Gly Ala Tyr Thr His Pro 
20 25 30 

Glu Gly Gly Tyr Asp Met Ala Leu Leu Leu Leu Ala Gin Pro Val Thr 
35 40 45 

Leu Gly Ala Ser Leu Arg Pro Leu Cys Leu Pro Tyr Pro Asp His His 
50 55 60 

Leu Pro Asp Gly Glu Arg Gly Trp Val Leu Gly Arg Ala Arg Pro Gly 
65 ^ 70 75 80 

Ala Gly 



<210> 17 

<211> 146 

<212> DNA 

<213> Homo sapiens 

<400> 17 

gcatcagctc cctccagaca gtgcccgtga ccctcctggg gcctagggcc tgcagccggc 60 

tgcatgcagc tcctgggggt gatggcagcc ctattctgcc ggggatggtg tgtaccagtg 120 

ctgtgggtga gctgcccagc tgtgag 14 6 

<210> 18 

<211> 48 

<212> PRT 

<213> Homo sapiens 

<400> 18 

lie Ser Ser Leu Gin Thr Val Pro Val Thr Leu Leu Gly Pro Arg Ala 
15 10 15 

Cys Ser Arg Leu His Ala Ala Pro Gly Gly Asp Gly Ser Pro lie Leu 
20 25 30 

Pro Gly Met Val Cys Thr Ser Ala Val Gly Glu Leu Pro Ser Cys Glu 
35 40 45 



<210> 19 

<211> 276 

<212> DNA 

<213> Homo sapiens 

<400> 19 
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ggcctgtctg gggcaccact ggtgcatgag gtgaggggca catggttcct ggccgggctg 60 

cacagcttcg gagatgcttg ccaaggcccc gccaggccgg cggtcttcac cgcgctccct 120 

gcctatgagg actgggtcag cagtttggac tggcaggtct acttcgccga ggaaccagag 180 

cccgaggctg agcctggaag ctgcctggcc aacataagta tgtggccccg gggcctcctg 240 

ccaaaccctg cctctccagg acccttctct ctccag 276 

<210> 20 

<211> 92 

<212> PRT 

<213> Homo sapiens 

<400> 20 

Gly Leu Ser Gly Ala Pro Leu Val His Glu Val Arg Gly Thr Trp Phe 
15 10 15 

Leu Ala Gly Leu His Ser Phe Gly Asp Ala Cys Gin Gly Pro Ala Arg 
20 25 30 

Pro Ala Val Phe Thr Ala Leu Pro Ala Tyr Glu Asp Trp Val Ser Ser 
35 40 45 

Leu Asp Trp Gin Val Tyr Phe Ala Glu Glu Pro Glu Pro Glu Ala Glu 
50 55 60 

Pro Gly Ser Cys Leu Ala Asn He Ser Met Trp Pro Arg Gly Leu Leu 
65 ~ " 70 75 80 

Pro Asn Pro Ala Ser Pro Gly Pro Phe Ser Leu Gin 
85 90 

<210> 21 

<211> 1701 

<212> DNA 

<213> Homo sapiens 

<400> 21 

atgaagtggt gctggggccc agtgctgctc atcgcgggtg ccacagtcct catggagggt 60 

cttcaagccg ctcagcgtgc ctgtggacag cgtggccccg gcccccccaa gcctcaggag 120 

ggcaacacag tccctggcga gtggccctgg caggccagtg tgaggaggca aggagcccac 180 

atctgcagcg gctccctggt ggcagacacc tgggtcctca ctgctgccca ctgctttgaa 240 

aaggcagcag caacagaact gaattcctgg tcagtggtcc tgggttctct gcagcgtgag 300 

ggactcagcc ctggggccga agaggtgggg gtggctgccc tgcagttgcc cagggcctat 360 

aaccactaca gccagggctc agacctggcc ctgctgcagc tcgcccaccc cacgacccac 420 

acacccctct gcctgcccca gcccgcccat cgcttcccct ttggagcctc ctgctgggcc 480 

actggctggg atcaggacac cagtgatgct cctgggaccc tacgcaatct gcgcctgcgt 540 

ctcatcagtc gccccacatg taactgtatc tacaaccagc tgcaccagcg acacctgtcc 600 

aacccggccc ggcctgggat gctatgtggg ggcccccagc ctggggtgca gggcccctgt 660 

cagggagatt ccgggggccc tgtgctgtgc ctcgagcctg acggacactg ggttcaggct 720 

ggcatcatca gctttgcatc aagctgtgcc caggaggacg ctcctgtgct gctgaccaac 780 

acagctgctc acagttcctg gctgcaggct cgagttcagg gggcagcttt cctggcccag 840 

agcccagaga ccccggagat gagtgatgag gacagctgtg tagcctgtgg atccttgagg 900 

acagcaggtc cccaggcagg agcaccctcc ccatggccct gggaggccag gctgatgcac 960 

cagggacagc tggcctgtgg cggagccctg gtgtcagagg aggcggtgct aactgctgcc 1020 

cactgcttca ttgggcgcca ggccccagag gaatggagcg tagggctggg gaccagaccg 1080 

gaggagtggg gcctgaagca gctcatcctg catggagcct acacccaccc tgaggggggc 1140 
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tacgacatgg ccctcctgct gctggcccag cctgtgacac tgggagccag cctgcggccc 1200 

ctctgcctgc cctatcctga ccaccacctg cctgatgggg agcgtggctg ggttctggga 1260 

cgggcccgcc caggagcagg catcagctcc ctccagacag tgcccgtgac cctcctgggg 1320 

cctagggcct gcagccggct gcatgcagct cctgggggtg atggcagccc tattctgccg 1380 

gggatggtgt gtaccagtgc tgtgggtgag ctgcccagct gtgagggcct gtctggggca 1440 

ccactggtgc atgaggtgag gggcacatgg ttcctggccg ggctgcacag cttcggagat 1500 

gcttgccaag gccccgccag gccggcggtc ttcaccgcgc tccctgccta tgaggactgg 1560 

gtcagcagtt tggactggca ggtctacttc gccgaggaac cagagcccga ggctgagcct 1620 

ggaagctgcc tggccaacat aagtatgtgg ccccggggcc tcctgccaaa ccctgcctct 1680 

ccaggaccct tctctctcca g 1701 

<210> 22 

<211> 567 

<212> PRT 

<213> Homo sapiens 

<400> 22 

Met Lys Trp Cys Trp Gly Pro Val Leu Leu He Ala Gly Ala Thr Val 
1 5 10 15 

Leu Met Glu Gly Leu Gin Ala Ala Gin Arg Ala Cys Gly Gin Arg Gly 
20 25 30 

Pro Gly Pro Pro Lys Pro Gin Glu Gly Asn Thr Val Pro Gly Glu Trp 
35 40 45 

Pro Trp Gin Ala Ser Val Arg Arg Gin Gly Ala His He Cys Ser Gly 
50 55 60 

Ser Leu Val Ala Asp Thr Trp Val Leu Thr Ala Ala His Cys Phe Glu 
65 70 75 80 

Lys Ala Ala Ala Thr Glu Leu Asn Ser Trp Ser Val Val Leu Gly Ser 
85 90 95 

Leu Gin Arg Glu Gly Leu Ser Pro Gly Ala Glu Glu Val Gly Val Ala 
100 105 110 

Ala Leu Gin Leu Pro Arg Ala Tyr Asn His Tyr Ser Gin Gly Ser Asp 
115 120 125 

Leu Ala Leu Leu Gin Leu Ala His Pro Thr Thr His Thr Pro Leu Cys 
130 135 140 

Leu Pro Gin Pro Ala His Arg Phe Pro Phe Gly Ala Ser Cys Trp Ala 
145 150 155 160 

Thr Gly Trp Asp Gin Asp Thr Ser Asp Ala Pro Gly Thr Leu Arg Asn 
165 170 175 

Leu Arg Leu Arg Leu He Ser Arg Pro Thr Cys Asn Cys He Tyr Asn 
180 185 190 

Gin Leu His Gin Arg His Leu Ser Asn Pro Ala Arg Pro Gly Met Leu 
195 200 205 
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Cys Gly Gly Pro Gin Pro Gly Val Gin Gly Pro Cys Gin Gly Asp Ser 
210 215 220 

Gly Gly Pro Val Leu Cys Leu Glu Pro Asp Gly His Trp Val Gin Ala 
225 230 235 240 

Gly He He Ser Phe Ala Ser Ser Cys Ala Gin Glu Asp Ala Pro Val 
245 250 255 

Leu Leu Thr Asn Thr Ala Ala His Ser Ser Trp Leu Gin Ala Arg Val 
260 265 270 

Gin Gly Ala Ala Phe Leu Ala Gin Ser Pro Glu Thr Pro Glu Met Ser 
275 280 285 

Asp Glu Asp Ser Cys Val Ala Cys Gly Ser Leu Arg Thr Ala Gly Pro 
290 295 300 

Gin Ala Gly Ala Pro Ser Pro Trp Pro Trp Glu Ala Arg Leu Met His 
305 ' 310 315 320 

Gin Gly Gin Leu Ala Cys Gly Gly Ala Leu Val Ser Glu Glu Ala Val 
325 330 335 

Leu Thr Ala Ala His Cys Phe He Gly Arg Gin Ala Pro Glu Glu Trp 
340 345 350 

Ser Val Gly Leu Gly Thr Arg Pro Glu Glu Trp Gly Leu Lys Gin Leu 
355 360 365 

He Leu His Gly Ala Tyr Thr His Pro Glu Gly Gly Tyr Asp Met Ala 
370 375 380 

Leu Leu Leu Leu Ala Gin Pro Val Thr Leu Gly Ala Ser Leu Arg Pro 
385 390 395 400 

Leu Cys Leu Pro Tyr Pro Asp His His Leu Pro Asp Gly Glu Arg Gly 
405 410 415 

Trp Val Leu Gly Arg Ala Arg Pro Gly Ala Gly He Ser Ser Leu Gin 
420 425 430 

Thr Val Pro Val Thr Leu Leu Gly Pro Arg Ala Cys Ser Arg Leu His 
435 440 445 

Ala Ala Pro Gly Gly Asp Gly Ser Pro He Leu Pro Gly Met Val Cys 
450 455 460 

Thr Ser Ala Val Gly Glu Leu Pro Ser Cys Glu Gly Leu Ser Gly Ala 
465 470 475 480 



Pro Leu Val His Glu Val Arg Gly Thr Trp Phe Leu Ala Gly Leu His 
485 490 495 
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10 



Ser Phe Gly Asp Ala Cys Gin Gly Pro Ala Arg Pro Ala Val Phe Thr 
500 505 510 

Ala Leu Pro Ala Tyr Glu Asp Trp Val Ser Ser Leu Asp Trp Gin Val 
515 520 525 

Tyr Phe Ala Glu Glu Pro Glu Pro Glu Ala Glu Pro Gly Ser Cys Leu 
530 535 540 

Ala Asn He Ser Met Trp Pro Arg Gly Leu Leu Pro Asn Pro Ala Ser 
545 550 555 560 

Pro Gly Pro Phe Ser Leu Gin 
565 

<210> 23 
<211> 10 
<212> DNA 
<213> Homo sapiens 

<400> 23 
gctcagcgtg 

<210> 24 

<211> 4 

<212> PRT 

<213> Homo sapiens 

<400> 24 

Ala Gin Arg Ala 

1 

<210> 25 

<211> 1632 

<212> DNA 

<213> Homo sapiens 

<400> 25 

gctcagcgtg cctgtggaca gcgtggcccc ggccccccca agcctcagga gggcaacaca 60 

gtccctggcg agtggccctg gcaggccagt gtgaggaggc aaggagccca catctgcagc 120 

ggctccctgg tggcagacac ctgggtcctc actgctgccc actgctttga aaaggcagca 180 

gcaacagaac tgaattcctg gtcagtggtc ctgggttctc tgcagcgtga gggactcagc 240 

cctggggccg aagaggtggg ggtggctgcc ctgcagttgc ccagggccta taaccactac 300 

agccagggct cagacctggc cctgctgcag ctcgcccacc ccacgaccca cacacccctc 360 

tgcctgcccc agcccgccca tcgcttcccc tttggagcct cctgctgggc cactggctgg 420 
gatcaggaca ccagtgatgc tcctgggacc ctacgcaatc tgcgcctgcg tctcatcagt 
cgccccacat gtaactgtat ctacaaccag ctgcaccagc gacacctgtc caacccggcc 



480 
540 
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r" pr pi p* p* i~ ptptpt .a 

LyyLLLyyya 


"h prp't" t~ pt1~ ptpt 
Ly l. La Ly Ly y 


yyyLLLLLay 


r~* c\- pt PT PT PT 1" PTP" 

LLLyyyy l y l 


n PfPTPTP'P'P'P , 't~ PT 

ayyyLLLLLy 


L^ayyyayd L 


600 


LLLyyyyyLL 


LLy Ly l Ly Ly 


LLLLyayLLL 


ydLyyaLdLL 
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yyy LLLayyL 
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P 1 1" Pf pt p* p* pri - pr 
LLyyLLLLj Ly 


prp , prpr;3pfP , p , P' , 't" 
y LyyayLLL l 


pt pt +~ pt t" panarr 
yy Ly l La y ay 
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L L a L L y L L LL 
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aLLyyyLyLL 
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rTPT;3;3+"PTrT.aprp' 

y y a a l y y ay l 


pt+" 3 pr pf p 1 "f~ ptpt 
y LayyyLLyy 


prpT3P , p , 3Pr^aP'P' 
yydLLdydLL 


prpraprprapri~PTPT 

ggagg^g^gg 


± L* \J 


yy L-L-Lyaay l 


3prp , 'i~P' , ia't~p , p ,, 1~ 

ay L LLa LLLL 


y La l y y ay ll 


LaLaLLLaLL 


p , 1~PT3PTPiprpfprpr 

ctgagggggg 


p > 1~3P , prap , 3't*pr 
LLduyaLdLy 




yLLLLLLLyL 


+- pr p> +- ptptp , p , p , ;j 
Ly l LyyLLLa 


y ll Ly LyaLa 


P't" pfprpraprp , p , ra 

LLyyyayLLa 


yLLLyLyyLL 


LLLL LyLLLy 


114 0 

i ± *4 VJ 


p , p , p | "t~;3"hp , p , 't~pT 

L L L L a LLL Ly 


aLLdLLdLLL 


rr p* P 1 f" rf 3 t" ptpipt 
yLL Lya Lyyy 


pr^PTP'Prl - prprp 1 1" 
yayLy LyyLL 


n n nf~ i~ p 1 "t - ptptpt 

gggttCLggg 


3 r^PTPTpfp'p'P'pfP' 
dLy y y LLLy l 


1 POD 


P'P'raprpr.aprp'rapf 

LLayy&yLay 


yLa LLayuLL 


LL LLLayaLd 


pfl~PTP , p , p ,, pr1~pris 
y LyLLLy Lya 


P"P'P , 'l~ P* P* +" prprpr 
LLLLLLLyyy 


PTOP^I" 3 PfPTPTP^P 1 

yLLLayyyLL 


J. U \J 


LyuayLLyyu 


Ly La Ly Lay l 


t* p*p ,, t*PTPrprPTPr't* 
LLLLyyyyy l 


PT^t~PfPTP , ^3PfP , P' 

yd LyyLdyLL 


P , "t"^"t"f*P*+*PTP , P' 
LLaLLLLyLL 


ggggaLggLg 




LyLaLLay Ly 


LLy Lyyy Lya 


rrp"! - pTp'p'p'rs prp" 
y LLyLLLdy l 


■^"pr■^~PTapfPTP^P•p , 
Ly LyayyyLL 


+- rr+" p-t" prPTPfPTr^ 
Ly LLLyyyyL 


appart 1 ptpt+tpt 
dLLdLiyy Ly 


1 ^PD 


catgaggtga 


ggggcacatg 


gttcctggcc 


gggctgcaca 


gcttcggaga 


tgcttgccaa 


1440 


ggccccgcca 


ggccggcggt 


cttcaccgcg 


ctccctgcct 


atgaggactg 


ggtcagcagt 


1500 


ttggactggc 


aggtctactt 


cgccgaggaa 


ccagagcccg 


aggctgagcc 


tggaagctgc 


1560 


ctggccaaca 


taagtatgtg 


gccccggggc 


ctcctgccaa 


accctgcctc 


tccaggaccc 


1620 


ttctctctcc 


ag 










1632 



<210> 26 

<211> 544 

<212> PRT 

<213> Homo sapiens 

<400> 26 

Ala Gin Arg Ala Cys Gly Gin Arg Gly Pro Gly Pro Pro Lys Pro Gin 
1 5 10 ' 15 

Glu Gly Asn Thr Val Pro Gly Glu Trp Pro Trp Gin Ala Ser Val Arg 
20 25 30 
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Arg Gin Gly Ala His lie Cys Ser Gly Ser Leu Val Ala Asp Thr Trp 
35 40 45 



Val Leu Thr Ala Ala His Cys Phe Glu Lys Ala Ala Ala Thr Glu Leu 
50 55 60 



Asn Ser Trp Ser Val Val Leu Gly Ser Leu Gin Arg Glu Gly Leu Ser 
65 70 75 80 



Pro Gly Ala Glu Glu Val Gly Val Ala Ala Leu Gin Leu Pro Arg Ala 
85 90 95 



Tyr Asn His Tyr Ser Gin Gly Ser Asp Leu Ala Leu Leu Gin Leu Ala 
100 105 110 



His Pro Thr Thr His Thr Pro Leu Cys Leu Pro Gin Pro Ala His Arg 
115 120 125 



Phe Pro Phe Gly Ala Ser Cys Trp Ala Thr Gly Trp Asp Gin Asp Thr 
130 135 140 



Ser Asp Ala Pro Gly Thr Leu Arg Asn Leu Arg Leu Arg Leu lie Ser 
145 ^ 150 155 160 



Arg Pro Thr Cys Asn Cys lie Tyr Asn Gin Leu His Gin Arg His Leu 
165 170 175 



Ser Asn Pro Ala Arg Pro Gly Met Leu Cys Gly Gly Pro Gin Pro Gly 
180 ~ 185 190 



Val Gin Gly Pro Cys Gin Gly Asp Ser Gly Gly Pro Val Leu Cys Leu 
195 200 205 



Glu Pro Asp Gly His Trp Val Gin Ala Gly Thr lie Ser Phe Ala Ser 
210 215 220 



Ser Cys Ala Gin Glu Asp Ala Pro Val Leu Leu Thr Asn Thr Ala Ala 
225 230 235 240 



His Ser Ser Trp Leu Gin Ala Arg Val Gin Gly Ala Ala Phe Leu Ala 
245 250 255 
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Gin Ser Pro Glu Thr Pro Glu Met Ser Asp Glu Asp Ser Cys Val Ala 
260 265 270 



Cys Gly Ser Leu Arg Thr Ala Gly Pro Gin Ala Gly Ala Pro Ser Pro 
275 280 285 



Trp Pro Trp Glu Ala Arg Leu Met His Gin Gly Gin Leu Ala Cys Gly 
290 295 300 



Gly Ala Leu Val Ser Glu Glu Ala Val Leu Thr Ala Ala His Cys Phe 
305 310 315 320 



He Gly Arg Gin Ala Pro Glu Glu Trp Ser Val Gly Leu Gly Thr Arg 
325 330 335 



Pro Glu Glu Trp Gly Leu Lys Gin Leu He Leu His Gly Ala Tyr Thr 
340 " 345 350 



His Pro Glu Gly Gly Tyr Asp Met Ala Leu Leu Leu Leu Ala Gin Pro 
355 " 360 365 



Val Thr Leu Gly Ala Ser Leu Arg Pro Leu Cys Leu Pro Tyr Pro Asp 
370 375 380 



His His Leu Pro Asp Gly Glu Arg Gly Trp Val Leu Gly Arg Ala Arg 
385 390 395 400 



Pro Gly Ala Gly He Ser Ser Leu Gin Thr Val Pro Val Thr Leu Leu 
405 410 415 



Gly Pro Arg Ala Cys Ser Arg Leu His Ala Ala Pro Gly Gly Asp Gly 
420 425 430 



Ser Pro He Leu Pro Gly Met Val Cys Thr Ser Ala Val Gly Glu Leu 
435 440 445 



Pro Ser Cys Glu Gly Leu Ser Gly Ala Pro Leu Val His Glu Val Arg 
4 50 " 4 55 4 60 



Gly Thr Trp Phe Leu Ala Gly Leu His Ser Phe Gly Asp Ala Cys Gin 
465 470 475 480 
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Gly Pro Ala Arg Pro Ala Val Phe Thr Ala Leu Pro Ala Tyr Glu Asp 
485 490 495 

Trp Val Ser Ser Leu Asp Trp Gin Val Tyr Phe Ala Glu Glu Pro Glu 
500 505 510 

Pro Glu Ala Glu Pro Gly Ser Cys Leu Ala Asn He Ser Met Trp Pro 
515 520 525 

Arg Gly Leu Leu Pro Asn Pro Ala Ser Pro Gly Pro Phe Ser Leu Gin 
530 535 540 
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